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Kumiko Shirai Attempt to simplify the amino-acid sequence of photoactive yellow
protein with a set of simple rules.
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Hironari Kamikubo Characterization of the solution structure of the M intermediate of phot
oactive yellow protein using high-angle solution x-ray scattering.
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Koichi Matsuo Secondary-structure analysis of denatured proteins by vacuum-
ultraviolet circular dichroism spectroscopy.
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Atsushi Tokuhisa Non-Gaussian behavior of elastic incoherent neutron scattering profiles
of proteins studied by molecular dynamics simulation.
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Physical Review E H 75 2 10 10 17 [041912(1-7)
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Yoshimitsu Shimomura Characterization and crystallization of an IscU-type scaffold protein with
bound [2Fe 28] cluster from the hyperthermophile, Aquifex aeolicus.
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Yuji Hoshihara Conformational changes in the N-terminal region of photoactive yellow
protein: A time-resolved diffusion study.
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Yasumasa Joti Hydration-dependent protein dynamics revealed by molecular dynamics
simulation of crystalline Staphylococcal nuclease.
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Yasushi Imamoto Diverse roles of glycine residues conserved in photoactive yellow
proteins.
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Yoichi Yamazaki Role of the N-terminal region in the function of the photosynthetic
bacterium transcription regulator PpsR.
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Masayoshi Onitsuka

Mechanism of induced folding: Both folding before binding and binding
before folding can be realized in staphylococcal nuclease mutants.
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Yasumasa Joti

Hydration effects on low-frequency protein dynamics observed in
simulated neutron scattering spectra.
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Hironari Kamikubo The photoreaction of the photoactive yellow protein domain in the light
sensor histidine kinase Ppr is influenced by the C-terminal domains.
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Yasushi Imamoto

Low-temperature spectroscopy of Met100Ala mutant of photoactive
yellow protein.
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B [ e Structure of the photointermediate of PYP revealed by wide-angle X-ray
solution scattering and fluctuation analysis.
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Concepts of Glass Transition
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Fr [ s I Structure of the photointermediate of PYP and the propagation
mechanism of structural change.
Fon 4 FEXRFEA A ¥ £ % o
Gordon Research Conference on Photosensory 200841 H30H Tz FaT (TAUIDER
Receptors & Signal Transduction EA U7 =7)
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oA Solution structural analysis of GGA(VHS-GAT) and the complexes with
its binding partners using solution X-ray scattering.
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The 9th International Conference on Biology and
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F [ s I Wide angle X-ray solution scattering reveals the structure of
photointermediate of photoactive yellow protein.
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AT mR= 225 Determination of hydrogen positions of photoactive yellow protein.
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