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Live imaging
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Fulcher and Sablowski, 2009, PNAS
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Expression of Halo-HSFA2 variants

DAP-seq mapping stats
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Estimated size
Halo-HSFA2a: 74.3 kD
Halo-HSFA2b: 68.0 kD

Total reads
unmapped
mapped once
mapped >1 times
mapped rate

Uniquely mapped*

uniquely mapped rate

TKTK105-13

HSFA2a_rep1
5,624,539
116,944
3,732,314
1,775,281
97.9%
4,116,464

73.2%

*uniquely mapped (MAPQ >= 8)

TKTK105-14

HSFA2b_rep1
6,969,083
228,921
4,709,674
2,030,488
96.7%
5,181,493

74.3%

TKTK105-16

HSFA2a_rep2
6,347,756
147,996
4,251,472
1,948,288
97.7%
4,684,837

73.8%

TKTK105-17

HSFA2b_rep2
6,072,956
197,498
4,102,500
1,772,958
96.7%
4,514,431

74.3%
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