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A big data approach to function prediction of metabolites by clustering of structural similarity networks

We collected metabolite activity data and structural information of metabolites from KNApSAcK database and constructed the structural similarity
based network of metabolites. Also we developed a network clustering tool called DPClusSBO which we applied for function prediction of
metabolites. Structural similarity between metabolites implies functional similarity between them. In light of this fact we propose a method for
function prediction of secondary metabolites and published a paper. Also, we have done several other works utilizing the tool DPCIusSBO. Based
on the research related to this project, we got several publications during last year in good journals including IEEE TRANSACTIONS ON

Computational Biology and Bioinformatics, BMC medical genomics, Applied Network Science etc.
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